It was recently proposed that the genus Bacteroides should be restricted to Bacteroides fragilis (the type species) and closely related organisms (viz., B. caccae, B. distusonis, B . eggerthii, B . merdae, B . ovatus, B. stercoris, B . thetaiotaomicron, B . unifomtis, and B. vulgatus). By contrast, the moderately saccharolytic, predominantly oral Bacteroides species, which include B . melaninogenicus, B. oralis, and related species, form a phenotypically and phylogenetically coherent group of species which differ so significantly from the emended description of the genus Bacteroides that they should not be classified in the same genus. Therefore, we formally propose that these species be reclassified in a new genus, Prevotella. The type species is Prevotella melaninogenica.
The genus Bacteroides has recently undergone major taxonomic revision (32, 46, 47) . It is now universely accepted that this genus is phenotypically and phylogenetically heterogeneous. Several new genera, most of which are monospecific, have recently been proposed to accomodate some of the atypical members of the group (Table 1) . The majority of the more typical members of the genus (particularly those associated with humans) form three broad groups on the basis of their ability to ferment carbohydrates (viz., saccharolytic, moderately saccharolytic, and asaccharolytic groups of species [for example, see references 17 and 19) . The first group consists of Bacteroides fragilis and related species which are generally isolated from gastrointestinal tracts (lo), whereas the second group comprises a large number of moderately saccharolytic species and includes B . melaninogenicus, B. oralis, and related species. The third group includes the pigmented, asaccharolytic species B. asaccharolyticus and B. endodontalis and the important periodontal pathogen B. gingivalis (8, 33, 34, 53) . The recognition of three major groups within the genus Bacteroides is supported by biochemical (6, 17, 27, 40, 44) and rRNA cistron similarities (19) .
It has recently been proposed that the genus Bacteroides be restricted to highly fermentative species that phenotypically resemble B. fragilis, the type species of the genus (47), and include B. caccae, B. distasonis, B. eggerthii, B. merdae, B. ovatus, B. stercoris, B. thetaiotaomicron, B. uniformis, and B. vulgatus. Similarly, a new genus, Porphyromonas, has been created to provide a niche for the asaccharolytic species mentioned above (46) . However, the position of the moderately saccharolytic species that do not grow well in 2% oxgall remains unresolved. Most species of this group are indigenous to oral cavities (17, 33, 34) , and several (B. corporis, B. intermedius, B. loescheii, B. melaninogenicus, and some strains qf B. denticola [16, 171) produce pigmented colonies on blood agar. The nonpigmented members of this group are B. bivius, B. buccae, B. buccalis, B. disiens, B. heparinolyticus, B . oralis, B. oris, B. oulorum, B. ruminicola, B. veroralis, and B. zoogleoformans. Phenotypically, these species are all similar and can be readily distinguished from members of the genus Bacteroides sensu stricto (47) . In addition to their moderately saccharolytic potential and sensitivity to bile, they differ markedly from members of the genus Bacteroides in lacking enzymes of the pentose phosphate pathway-hexose monophosphate shunt (viz., glucose 6-phosphate dehydrogenase and 6-phosphogluconate dehydrogenase) (6, 44, 50) ( Table  2) . Thus, the moderately saccharolytic species are biochemically homogeneous (6, 17, 44) , and all of the species examined to date form a phylogenetically (19, 36) coherent group that is quite distinct from the genus Bacteroides sensu stricto (47) and therefore warrant separate generic status. A new genus, Prevotella, is proposed for this group of species. A complete description of Prevotella gen. nov. is given below.
Description of Prevotella gen. nov. Prevotella (Pre.vo. tel'la. M.L. dim.ending ella; M.L. fem. n. Prevotella, named after the French microbiologist A. R. PrCvot, a pioneer in anaerobic microbiology).
The description below is based on our own observations Table 3 . 
Tested by using the RapID-ANA system (9).
+, Positive reaction; -, negative reaction; +/w, weak positive reaction; 2 , positive or negative reaction; +(-), most reactions positive; -(+), most reactions 
